Etiology of CF: knowns and unknowns.
It is still difficult to rationalize many of the features of CF with mutations in a single gene coding for a protein with one well-established function. The central question to be resolved is whether there are additional functions of CFTR to be discovered which better explain the poorly understood aspects of the molecular pathophysiology. Alternatively, each of the steps between primary chloride channel dysfunction and the different pathological processes must be elucidated.